Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.010 Å; R factor = 0.072; wR factor = 0.201; data-to-parameter ratio = 16.9.
In the title compound, [Zn(CH 3 COO)(NCS)(C 12 H 17 BrN 2 O)], the Zn II atom is four-coordinated in a distorted tetrahedral geometry, binding to a phenolate O and an imine N atom of the Schiff base ligand, the O atom of an acetate ligand and one thiocyanate N atom. In the crystal, molecules are linked via pairs of N-HÁ Á ÁO hydrogen bonds, forming inversion dimers.
Related literature
For a zinc Schiff base complex reported previously by the author, see: Han (2009 
Data collection
Bruker SMART CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0.605, T max = 0.639 9684 measured reflections 3720 independent reflections 3021 reflections with I > 2(I) R int = 0.129 Refinement R[F 2 > 2(F 2 )] = 0.072 wR(F 2 ) = 0.201 S = 1.07 3720 reflections 220 parameters H-atom parameters constrained Á max = 1.32 e Å À3 Á min = À0.61 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Symmetry code: (i) Àx þ 1; Ày; Àz.
Data collection: SMART (Bruker, 1998); cell refinement: SAINT (Bruker, 1998); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008); software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009).
The author acknowledges Qiqihar University for a research grant. supplementary materials Acta Cryst. (2012) . E68, m677 [doi:10.1107/S1600536812017564] (Acetato-κO)(2-bromo-6-{[3-(dimethylazaniumyl)propylimino-κN]methyl}-
phenolato-κO)(thiocyanato-κN)zinc

Cheng-Li Han Comment
Continuing our research into the synthesis of Schiff base zinc(II) complexes (Han, 2009), we report herein on the crystal structure of the title complex. It was synthesized by the reaction of equimolar quantities of 3-bromosalicyaldehyde, N,Ndimethylpropane-1,3-diamine, ammonium thiocyanate, and zinc acetate in methanol.
In the title complex ( Fig. 1) , the Zn II atom is four-coordinate in a tetrahedral geometry, with one O and one imine N atoms of the Schiff base ligand, one O atom of an acetate ligand, and one thiocyanate N atom. The tetrahedral geometry is severely distorted, as evidenced by the coordinate bond lengths [1.931 (4) -1.994 (5) Å] and bond angles [96.3 (2) -124.1 (2)°]. They are however comparable to those in similar zinc(II) complexes (Ali et al., 2008; You, 2005; Zhu & Yang, 2008) .
In the crystal, molecules are linked through N-H···O hydrogen bonds to form inversion dimers (Table 1 and Fig. 2 ).
Experimental
Equimolar quantities (1.0 mmol each) of 3-bromosalicyaldehyde, N,N-dimethylpropane-1,3-diamine, ammonium thiocyanate, and zinc acetate were mixed in methanol. The mixture was stirred at reflux for 30 min and filtered. The filtrate was left to evaporate slowly for a few days, yielding colourless block-like crystals.
Refinement
The NH and C-bound H-atoms were included in calculated positions and treated as riding atoms: N-H = 0.91 Å, C-H = 93, 0.97 and 0.96 Å for CH, CH 2 , and CH 3 H-atoms, respectively, with U iso (H) = k × U eq (C), where k = 1.5 for CH 3 Hatoms, and = 1.2 for other H-atoms. A region of disordered electron density (ca. 1.3 Å 3 ) was located at position 0,0,0.5 but it could not be identified and was not taken into consideration during refinement; it corresponds to the position of a small void in the unit cell of ca. 83 Å 3 , as detected by checkcif (PLATON; Spek, 2009). where P = (F o 2 + 2F c 2 )/3 (Δ/σ) max < 0.001 Δρ max = 1.32 e Å −3 Δρ min = −0.61 e Å −3 Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Computing details
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq Zn1 0.71920 (7) 0.16314 (7) 0.17582 (7) 0.0445 (3) N2-C10 1.477 (8) C9-C10 1.518 (7) N2-C12 1.482 (7) C9-H9A 0.9700 N2-C11 1.488 (8) C9-H9B 0.9700 N2-H2 0.9100 C10-H10A 0.9700 N3-C13 1.161 (9) C10-H10B 0.9700 O1-C2 1.289 (7) C11-H11A 0.9600 O2-C14 1.265 (7) C11-H11B 0.9600 O3-C14 1.229 (7) C11-H11C 0.9600 S1-C13 1.586 (7) C12-H12A 0.9600 C1-C6 1.407 (9) C12-H12B 0.9600 C1-C2 1.430 (9) C12-H12C 0.9600 C1-C7 1.442 (9) C14-C15 1.493 (8) C2-C3 1.414 (9) C15-H15A 0.9600 C3-C4 1.356 (11) C15-H15B 0.9600 C4-C5 1.428 (13) C15-H15C 0.9600 C4-H4 0.9300
